In the title salt, C 2 H 10 N 2 2+ Á2C 14 H 10 NO 3 À , the ethylenediaminium dication lies on an inversion centre. In the anion, the benzene rings make a dihedral angle of 33.87 (9) and intramolecular N-HÁ Á ÁO and C-HÁ Á ÁO hydrogen bonds occur. All the amino H atoms are involved in N-HÁ Á ÁO hydrogen bonds. These hydrogen bonds link the ionic units into a three-dimensional network. In addition, the crystal structure also features weak C-HÁ Á ÁO interactions.
Related literature
For the crystal structure of 1,2-ethylenediammonium salts of aromatic acids, see: Shen-Tu et al. (2008) ; Zhao & Feng (2011) . For the crystal structure of the 2-benzamidobenzoyl acid Cu Table 1 Hydrogen-bond geometry (Å , ). 
Comment
The asymmetric unit is composed of one 2-benzamidobenzoate anion and one-half of the ethylenediaminium cation (Fig.   1 ). In the 2-benzamidobenzoate anion the carboxylate group is slightly rotated with respect to the benzene ring, the dihedral angle between the mean planes is 6.1 (1)°, while the peptide bond exhibits an angle of 6.1 (8)° relative to the benzene ring. The angle between the peptide bond and the second benzene ring is 29.6 (7)°. An intramolecular N-H···O hydrogen bond is observed between the amino group and one O atom of the carboxylate (Table 1) 
Experimental
A 1:2 mixture of 1,2-ethylenediamine and 2-benzamidobenzoic acid were dissolved in ethanol. Colourless prismatic crystals suitable for a X-ray analysis were obtained after 5 days.
Refinement
Carbon-bound H atoms were placed geometrically and treated as riding on their parent atoms with C-H = 0.93 Å (aromatic) and 0.97 Å (methylen) with U iso (H) = 1.2U eq (C). Nitrogen-bound H atoms, all involved in hydrogen bonds, were located by difference Fourier synthesis and refined isotropically with distance restraints. The refined N-H bonds are in the range of 0.90 (2) -0.98 (2) Å. The molecular structure of the title compound with displacement ellipsoids drawn at the 50% probability level. 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Computing details

Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (
